BestPal-W

Program for searching best "linear" rna secondary structure for long sequences with a window
moving along the sequence.

Method description.

A window with user-defined size moves along the sequence.

For each position of the window the best palindrome is calculated by dynamic programming
method without "brahching" of structures.

Only the best variant goes to output file.

Output example:
FoldRNA Vienna format:
Length: 590 Energy: -70.1

10 20 30 40 50 60
UAUUAUCGUGUGCAGUUAAAAUUGACUUUUUAAUGCGGCUCCAUUUUUGGGUCGGUGUUU

AAGUUGAACAUCAAACGGAAAUCUAUUAUAGCCCCAAUUGGCGAGACCAUCAAAUAAUCA
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UUGGAAAACAACCUGAGAUGAGUUUUCCAGACAAGGCGGAGCGCAAAAAGUGCUGGAACA
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FoldRNA GCG format:
Length: 590 Energy: -70.1

10 0 2 0 1
2 A 1 3 0 2
30U 2 4 0 3
4 U 3 5 0 4
5 A 4 6 0 5
6 U 5 7 0 6
7 C 6 8 0 7
8 G 7 9 0 8
9 U 8 10 0 9
10 G 9 11 0 10
11 U 10 12 0 11
12 G 11 13 0 12
13 C 12 14 0 13
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